Members of the family Secoviridae are non-enveloped viruses with mono-or bipartite (RNA-1 and RNA-2) linear positivesense ssRNA genomes with the size of the RNAs combined ranging from 9 to 13.7 kb. They are related to picornaviruses and are classified in the order Picornavirales. The majority of known members infect dicotyledonous plants and many are important plant pathogens (e.g. grapevine fanleaf virus and rice tungro spherical virus). This is a summary of the current International Committee on Taxonomy of Viruses (ICTV) report on the taxonomy of the family Secoviridae available at www. ictv.global/report/secoviridae.
GENOME
The genome consists of one or two molecules of linear positive-sense ssRNA that are covalently linked to a small protein (viral protein genome-linked, VPg; 2-4 kDa) at their 5¢ end and have a 3¢-terminal poly(A) tract. Each RNA encodes, in the majority of the cases, a single polyprotein (Fig. 2) .
REPLICATION
In the case of viruses with a bipartite genome, neither RNA species alone can infect plants systemically. Viral proteins are usually expressed as large polyproteins, which are cleaved by virus-encoded 3C-like proteinases. The replication block contains the domain characteristics of nucleoside triphosphate (NTP)-binding proteins (NTB or putative helicase), 3C-like proteinases (Pro) and RNA-dependent RNA polymerases (Pol) (Fig. 2) . Replication occurs in association 
RESOURCES
Full ICTV Online (10th) Report: www.ictv.global/report/ secoviridae.
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